Key indicators: single-crystal X-ray study; T = 296 K; mean (C-C) = 0.002 Å; R factor = 0.039; wR factor = 0.111; data-to-parameter ratio = 14.8.
Related literature
Mo K radiation = 0.11 mm À1 T = 296 K 0.37 Â 0.32 Â 0.26 mm
Data collection
Bruker X8 APEX diffractometer 16446 measured reflections 3503 independent reflections 2667 reflections with I > 2(I) R int = 0.033 Refinement R[F 2 > 2(F 2 )] = 0.039 wR(F 2 ) = 0.111 S = 1.03 3503 reflections 236 parameters H-atom parameters constrained Á max = 0.20 e Å À3 Á min = À0.19 e Å À3 Table 1 Hydrogen-bond geometry (Å , ). Data collection: APEX2 (Bruker, 2009); cell refinement: SAINT (Bruker, 2009); data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008); molecular graphics: ORTEP-3 for Windows (Farrugia, 2012); software used to prepare material for publication: PLATON (Spek, 2009) and publCIF (Westrip, 2010).
Comment
Indazole moiety have been nucleus is a pharmaceutically important and emerging heterocycle with a broad spectrum of activities including anti-microbial1, anti-cancer, anti-inflammatory, anti-platelet, and selective 5-HT6 antagonists (Ali et al., 2012; Abbassi et al., 2012; Plescia et al., 2010; Lee et al., 2001; Liu et al., 2011) . The present work is a continuation of the investigation on the indazole derivatives published recently by our team (Kouakou et al., 2013; Chicha et al., 2013) .
The molecule of the title compound is formed by two fused five-and six-membered rings linked by an ethylene group and connected to two nitro groups as shown in Fig. 1 . The two fused ring systems (N2/N3/C1-C7 and N4/N5C10-C16) make dihedral angles of 7.2 (2)° and 8.5 (2)° with the planes through the attached nitro groups (N1/O1/O2 and N6/O3(O4), respectively. The dihedral angle between the indazole ring systems is 39.74 (5)°. In the crystal, molecules are linked by C7-H7···N5 and C15-H15···O1 hydrogen interactions (Table 1) 
Experimental
A solution of 6-nitroindazole (0.5 g, 3.06 mmol) and KOH (0.17 g, 3.08 mmol) in EtOH (15 ml) was heated under reflux for 48 h. The mixture was cooled and the solvent removed from the filtrate in vacuo. The formed 6-nitroindazole potassium salt and 1,2-ethylene dibromide (0.27 ml, 1.48 mmol) was heated in dimethylformamide (5 ml) under reflux for 3 h. The mixture was then cooled, all volatiles were removed in vacuo and water was added. The precipitate was filtered and was purified by column chromatography (EtOAc/hexane 2:8 v/v). The title compound was recrystallized from acetone (yield: 35%; m. p.: 468 K).
Refinement
H atoms were located in a difference Fourier map and treated as riding, with C-H = 0.93-0.97 Å and with U iso (H) = 1.2 U eq (C). One outlier (0 1 1) was omitted in the last cycles of refinement. supplementary materials sup-2 Acta Cryst. (2014) . E70, o390
Figure 1
The molecular structure of the title compound with displacement ellipsoids drawn at the 50% probability level. H atoms are represented as small circles.
Figure 2
Partial crystal packing of the title compound showing a chain of molecules linked by hydrogen bonds (dashed lines). Refinement. Refinement of F 2 against all reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on all data will be even larger. (12) 0.0017 (7) 0.0300 (8) 0.0100 (8) C13 0.0307 (7) 0.0395 (9) 0.0805 (12) −0.0024 (6) 0.0110 (7) 0.0025 (8) C14 0.0396 (7) 0.0328 (8) 0.0494 (9) 0.0009 (6) 0.0035 (6) −0.0035 (6) C15 0.0376 (7) 0.0354 (7) 0.0399 (7) 0.0015 (6) 0.0132 (6) 0.0017 (6) C16 0.0304 (6) 0.0311 (7) 0.0397 (7) 0.0020 (5) 0.0117 (5) 0.0027 (5) Geometric parameters (Å, º) 
6,6′-Dinitro-1,1′-(ethane-1,2-diyl)di(1H-indazole)
R int = 0.033 θ max = 27.1°, θ min = 2.8°h = −12→12 k = −15→15 l = −18→18 Refinement Refinement on F 2 Least-squares matrix: full R[F 2 > 2σ(F 2 )] = 0.039 wR(F 2 ) = 0.111 S = 1.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )

